The idea that gradients of morphogens are involved in patterning complex embryo body plans has a long history in developmental biology. The morphogen idea was first postulated by Morgan 
genes hunchback (hb) and orthodenticle (otd) are among the first to be turned on by Bcd ( Figure  1C ). hb is expressed throughout the anterior half of the embryo, while otd is expressed in only the anterior-most 30% [5, 6] . Initially, these expression patterns are diffuse, but they are refined during nuclear division cycle 14 Of course, one possibility is that other genes, perhaps coactivators or localized repressors, may be involved in the precise activation of hb, and Houchmandzadeh et al. [7] measured the Hb expression pattern in a number of segmentation mutants and in embryos lacking whole chromosome arms. They found one such mutant, staufen, which showed a dramatic change in the precision of the Hb pattern [7] . Previous work suggested that staufen is required for the polar localization of several mRNAs, including bcd [9] , which might explain the reduced precision of the Hb output. However, the analysis of subsets of staufen mutant embryos suggested that the variability of Hb boundary positioning is not caused by changes in Bcd protein distribution, and that the 'filtering' effect of Stau might function downstream of or coincident with Bcd-dependent activation [7] .
In a recent Current Biology paper, Crauk and Dostatni [10] What is needed now is a careful analysis of the dynamics of Bcd gradient formation to assess shape and variation at earlier time points. One possibility is to examine a fluorescent Bcd fusion protein in live embryos, which would permit the analysis of the gradient in real time. Also, it will be important to simultaneously visualize the Bcd gradient and the mRNA expression patterns of several different target genes. This timing issue must be resolved before more 'filtering' systems are proposed in the complex hierarchy of genes that pattern the embryo.
However, if a simple gradient mechanism is sufficient to make a robust on/off expression pattern, as Crauk and Dostatni [10] suggest, what mechanisms might be involved in the sharpening process? One possibility is cooperative binding to DNA and Bcd, which binds as a monomer, has been shown to bind cooperatively to sequences containing several tandem sites [12, 13] . Using an elegant dual reporter system, Hanes and coworkers [14] 
